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Figure 2. Single cell targeted DNA sequencing with CleanPlex OncoZoom. Single cell lysate
is input as template into Paragon’s CleanPlex OncoZoom, with modified primer concentration, 10.0
PCR cycle number, and clean-up steps to compensate for low input DNA concentration. Using this 0.6
non-WGA method vastly improves: (A) coverage uniformity, and incidence of (B) false negative 0.0 ——
and false positive errors, when compared to single cell WGA products. Uniformity Mapping Rate OnTarget Rate Primer Dimer
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Ericson, NG, et al, Amplicon-based targeted sequencing of single circulating tumor cells. http://rarecyte.com/publicationsandposters.
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